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Safra Bioinformatics Retreat 2006 - Lecture: The complex world of
exonic splicing enhancers and silencers. Nahsholim, June 7-8, 2006.
Eurasnet Annual meeting 2007 — First reporting period 2006 - Abstract
Gordon Research Conference — Bioinformatics 2007 - Abstract
The Annual Meeting of ISBMB : The Israel Society for Biochemistry

& Molecular Biology 2007 - Teva Prize lecture: ALTERNATIVE
APPROACH TO A HEAVY WEIGHT PROBLEM

Kim E, Schwartz S and Goren A. Alternative splicing analysis tools
through the UCSC genome browser. The Bioinformatics Unit
Bioinformatics Workshop, 27 of December, 2007, Tel-Aviv University,
Tel-Aviv, Israel

Amir Goren - Evolution of alternatively spliced exons. Genome
Symposium on Genome Structure and Evolution, by the CAS-MPG
(Chinese Academy of Sciences and German Max Planck Society) Partner
Institute for Computational Biology (PICB), 23-24 of May, 2008, PICB,
Shanghai, China.

RECOMB 2009, the 13th Annual International Conference on Research in
Computational Molecular Biology; May 18-21, 2009, Tucson, Arizona -
Abstract.

GIW: The 20th International Conference on Genome Informatics; December
14-16, 2009 Pacifico Convention Plaza Yokohama, Japan - Abstract.
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